
N. gonorrhoeae FA 1090 uid23 AE004969

Unknown Unknown Unknown N. meningitidis 961 5945 uid61083 AEQK00000000
N. meningitidis OX99 30304 uid61071 AEQE0000000

N. gonorrhoeae NCCP11945 uid29335 CP001050
N. meningitidis alpha710 uid36319 CP001561 N. gonorrhoeae NCCP11945 uid29335 CP001050

Unknown N. meningitidis ES14902 uid61059 AEQI00000000
N. meningitidis N1568 uid31305 AEQD00000000

N. lactamica 020 06 uid13472 FN995097

Unknown Unknown N. lactamica ATCC 23970 uid30475 ACEQ00000000 N. meningitidis alpha710 uid36319 CP001561
N. meningitidis MC58 uid251 AE002098

N. lactamica NS19 uid60867 AEPI00000000
N. meningitidis 053442 uid16393 CP000381 Unknown N. lactamica Y92 1009 uid50739 CACL00000000

Unknown N. lactamica Y92 1009 uid50739 CACL00000000 Unknown N. polysaccharea ATCC 43768 uid30479 ADBE000000
N. meningitidis NZ 05 33 uid61065 CP002424

N. meningitidis alpha710 uid36319 CP001561

N. meningitidis FAM18 uid255 AM421808

Unknown N. meningitidis OX99 30304 uid61071 AEQE0000000 Unknown
Unknown Unknown N. meningitidis M04 240196 uid61073 CP002423 N. gonorrhoeae TCDC NG08107 uid61377 CP002440

N. lactamica NS19 uid60867 AEPI00000000 N. meningitidis alpha14 uid39689 AM889136
N. meningitidis N1568 uid31305 AEQD00000000

N. meningitidis Z2491 uid252 AL157959
Unknown N. polysaccharea ATCC 43768 uid30479 ADBE000000

N. gonorrhoeae DGI18 uid32789 ABZH00000000
Unknown

Unknown

N. meningitidis M01 240355 uid61063 CP002422

Unknown N. meningitidis M0579 uid61067 AEQH00000000
N. lactamica NS19 uid60867 AEPI00000000

Unknown N. meningitidis M04 240196 uid61073 CP002423
Unknown N. meningitidis N1568 uid31305 AEQD00000000

N. meningitidis OX99 30304 uid61071 AEQE0000000 Unknown
N. meningitidis S0108 uid49311 ADWN00000000

Unknown N. meningitidis CU385 uid61081 AEQJ00000000 N. gonorrhoeae DGI18 uid32789 ABZH00000000

N. meningitidis MC58 uid251 AE002098

Unknown N. meningitidis M13399 uid61075 AEQG00000000 N. meningitidis M01 240355 uid61063 CP002422
Unknown N. meningitidis M13399 uid61075 AEQG00000000

Unknown N. gonorrhoeae DGI18 uid32789 ABZH00000000
Unknown Unknown N. gonorrhoeae DGI18 uid32789 ABZH00000000

N. meningitidis N1568 uid31305 AEQD00000000
N. meningitidis NZ 05 33 uid61065 CP002424

N. meningitidis M0579 uid61067 AEQH00000000
Unknown

N. lactamica ATCC 23970 uid30475 ACEQ00000000

N. meningitidis ATCC 13091 uid50525 AEEF0000000 N. meningitidis alpha710 uid36319 CP001561
Unknown Unknown

N. meningitidis 053442 uid16393 CP000381 N. lactamica NS19 uid60867 AEPI00000000
Unknown N. meningitidis N1568 uid31305 AEQD00000000

N. lactamica NS19 uid60867 AEPI00000000 Unknown
N. meningitidis alpha710 uid36319 CP001561 N. polysaccharea ATCC 43768 uid30479 ADBE000000

N. lactamica NS19 uid60867 AEPI00000000

N. meningitidis G2136 uid61085 CP002419
N. polysaccharea NS342 uid60865 AEPH00000000

Unknown
N. meningitidis alpha710 uid36319 CP001561

N. lactamica ATCC 23970 uid30475 ACEQ00000000
Unknown

N. lactamica Y92 1009 uid50739 CACL00000000

Unknown Unknown N. meningitidis ATCC 13091 uid50525 AEEF0000000
N. meningitidis 053442 uid16393 CP000381 Unknown N. meningitidis alpha710 uid36319 CP001561

N. meningitidis alpha14 uid39689 AM889136
Unknown N. meningitidis alpha710 uid36319 CP001561

N. polysaccharea ATCC 43768 uid30479 ADBE000000

Unknown N. meningitidis MC58 uid251 AE002098
Unknown N. meningitidis 8013 uid34687 FM999788 Unknown

N. meningitidis 053442 uid16393 CP000381 Unknown N. lactamica ATCC 23970 uid30475 ACEQ00000000
N. meningitidis N1568 uid31305 AEQD00000000 Unknown

Unknown N. meningitidis NZ 05 33 uid61065 CP002424 Unknown
N. polysaccharea NS342 uid60865 AEPH00000000

Unknown N. meningitidis N1568 uid31305 AEQD00000000 N. polysaccharea ATCC 43768 uid30479 ADBE000000
Unknown Unknown Unknown N. meningitidis alpha710 uid36319 CP001561 Unknown

N. meningitidis NZ 05 33 uid61065 CP002424 Unknown
N. lactamica Y92 1009 uid50739 CACL00000000

N. lactamica ATCC 23970 uid30475 ACEQ00000000

Figure S7.  Schema of the recombination events in a region including 10kb of sequence 
upstream and downstream of the nhba gene. The black box highlights the position of nhba.
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